In the title compound, C 12 H 7 Cl 3 N 4 O, the dihedral angle between the pyrazole and benzene rings is 35.6 (3) . In the crystal, molecules are linked by N-HÁ Á ÁO hydrogen bonds generating C(4) chains propagating in [100] . Refinement R[F 2 > 2(F 2 )] = 0.042 wR(F 2 ) = 0.139 S = 1.01 2564 reflections 182 parameters H-atom parameters constrained Á max = 0.31 e Å À3 Á min = À0.25 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Related literature
Symmetry code: (i) x À 1; y; z.
Data collection: CAD-4 Software (Enraf-Nonius, 1989); cell refinement: CAD-4 Software; data reduction: XCAD4 (Harms & Wocadlo, 1995); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXL97. supplementary materials Acta Cryst. (2012) . E68, o1150 [doi:10.1107/S1600536812008094] To a stirred solution of 5-amino-1-(3,4-dichlorophenyl)-1H-pyrazole-3-carbonitrile (5 mmol) in THF (20 ml) was added 2-chloroacetyl chloride (5 mmol) dropwise at 0-5°C. After the addition, the reaction mixture was allowed to raise to room temperature and stirred for 2 h. The crude product (I) precipitated and was filterd. Pure compound (I) was obtained by crystallization from ethanol. Colourless blocks of (I) were obtained by slow evaporation of an acetone solution.
2-Chloro

Refinement
All H atoms bonded to the C atoms were placed geometrically at the distances of 0.93-0.97 Å and included in the refinement in riding motion approximation with U iso (H) = 1.2 or 1.5U eq of the carrier atom. Packing diagram for (I). where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.31 e Å −3 Δρ min = −0.25 e Å −3 Extinction correction: SHELXL97 (Sheldrick, 2008) , Fc * =kFc[1+0.001xFc 2 λ 3 /sin(2θ)] -1/4 Extinction coefficient: 0.019 (3)
Computing details
2-Chloro-N-[3-cyano-1-(3,4-dichlorophenyl)-1H-pyrazol-5-yl]acetamide
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
